Analysis of alternative splicing in plants with bioinformatics tools.
Alternative splicing is a molecular mechanism utilized by a broad range of eukaryotes to extend the repertoire of functions encoded by single genes and to posttranscriptionally regulate gene expression. Recent analyses of expressed transcript sequences aligned to the complete genomes of Arabidopsis and rice indicate that alternative splicing in plants is prevalent and exhibits several features similar to other higher eukaryotes including mouse and human. This chapter reviews the computational strategies employed to study alternative splicing with bioinformatics tools and the recent findings from analyses performed on plants by applying such methods.